©
2019 2021

RNA

Research on RNA as the early diagnostic marker of gastrointestinal and lung
cancers using preserved samples of cohort studies
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As a result of replication studies of the microRNAs (miRNAs) selected based
on the comprehensive expression analyses of miRNAs between colorectal cancer (CRC) cases and
controls using microarrays, miR-26a-5p and miR-223-3p demonstrated the strikingly high diagnostic
accuracy of 100% (specificity=100%, sensitivity=100%, AUC=1.00), and final analyses using incident
CRC cases from cohort samples from the Japan Multi-Institutional Collaborative Cohort Study (J-MICC
Study) who developed CRC within 2 years after participation and sex- and age-matched controls
revealed that miR-26a-5p, which is also known as a super-enhancer associated miRNA in CRC, indicated

the good diagnostic accuracy of AUC=0.84 (P=0.014), suggesting the possibility that miR-26a-5p
could be a novel early diagnostic marker for CRC.
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Discovery Validation-1 Validation-2 Test (cohort, J-MICC)
Case Control Case Control Case  Control Case Control
Variables @=7) @) =8 @  @=1)  @=)  @eEl) @el)
Male (%) 5(714%) 5(714%) 4(33% 4(33%) 8(667%) 8(66.7%) 12(70.6%) 12(70.6%)
Age,mean+SD 584169 580457 745142 64.5+1.3 690177  638+45 59.7+8.0 59.5+7.3
Cancer site
Colon (C) 000%) - 4(50.0%) - 2(16.7%) 4(235%)
Sigmoid () 2 (28.6%) - - 6(50.0%) 7 (412%)
Rectum (R) 5(714%) - 4(33.3%) 4(235%)
Discove ry SR 000%) 0(00%) 2(118%)
Clinical stage
1 6(85.7%) - 1(8.3%) 30176%)
H i 1(14.3%) 4(333%) 7(412%)
miRNA iid 000%) - 7(58.3%) 30176%)
v 0(00%) - - 0(00%) 2(118%)
(Unknown) 0(0.0%) - 0(0.0%) - 0(0.0%) 2(11.8%)
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miRNAs Fold-change q-value (%)
Smallest q-value
miR-6765-3p 3356 a
miR-5100 3114 0
miR-572 3152 0
CRC associated, smallest
q-value
miR-223-3p 2867 0
miR-26a-5p 23862 4091
CRC associated, reported
by our group (9,10)
miR-21-3p 1.766 9431
B, miRNAs downregulated in CRCs
miRNAs Fold-change q-value (%) 8
Smallest g-value
miR-518e-5p 0381 15.197
CRC associated, smallest
q-value
miR-22-5p 0578 15.197
miR-15a-5p 0474 15.197
CRC, colorectal cancer; miR, microRNA.
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