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Association between lifestyle and disease risk: Mendelian randomization studies
in a genome cohort
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In the investigation in the J-MICC Study, several loci related to vegetable
or fruit consumption have been suggested. In addition, polymorphisms associated with BMI at middle
age were different from those correlated with BMI at age 20.

In a case-control study with a mediation analysis in the Aichi Cancer Center, ALDH2 polymorphism

showed both indirect effect (by affecting alcohol drinking habit) and direct one in the association
between the genotype and the risk of pancreatic cancer. Indirect and direct effects were also found
in the association of ADH1B polymorphism and the risk of esophageal cancer.
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