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Understanding the mechanism of fruit size control with a focus on a persimmon
small fruit mutant

Nishiyama, Soichiro

3,200,000

i In this study, we analyzed fruit size, an important factor that determines
the commercial value of fruits, from the aspects of genomics and fruit physiology of a small fruit

mutant that arise from a nonaploid persimmon “Hiratanenashi®. The small fruit mutant has no
difference in cell size from the original, but have very fewer cells in fruit. Detailed examination
of the transcriptome and developmental characteristics of ovary tissues before and after flowering
indicated that the organ development speed may be related to fruit size. Combined with genomic data,
we were able to infer the genomic characteristics of the main cultivar "Hiratanenashi® and the
mechanism and origin of the pleiotropic effect of small fruit mutations on fruit maturation.
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