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Mechanism of inhibition of host autolysosome formation by stimulation of T.
cruzi infection.
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In Trypanosoma cruzi-infected cells, the initial process of autophagy is
activated but not completed and the protozoa survive without being eliminated. In this study, the
SNARE complexes (stx17, VAMP8 and SNAP29) involved in autolysosome formation were analyzed. The
results suggest that stx17, which is on autophagosomes, was degraded and reduced in T.
cruzi-infected cells and that its function could be suppressed. Next, to search for protozoan
factors that interact with the stx17 protein, a proteomic analysis by mass spectrometry was
performed, and several candidate factors were identified. Knockout T. cruzi of the identified
candidate factors were generated and the derived protozoa are currently being analyzed.
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