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Elucidation of the mechanism of non-alcoholic steatohepatitis focusing on the
metabolic zonation in the liver.
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We established the experimental protocol for analyzing transcriptome by
RNA-seq using the RNA samples of portal tract area, periportal area (zone 1), midzonal area (zone
2), and pericentral area (zone3) individually isolated from unfixed liver sections by a laser
microdissection device. And we identified 959 differentially-expressed genes (DEGS) unique for NASH
group and 3 clusters whose gene expressions were significantly changed in zone 3 among 10
hierarchical clusters. One of the findings demonstrated by an enrichment analyses is that the IL-17
signaling pathway was associated with the cluster whose gene expression profile is associated with
endothelial cells.
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