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STR PCR

Development of the model to predict PCR byproduct generation in STR typing.
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In this study, three main results were obtained: 1. Establishment of a
system to measure the stutter ratio and stutter generation ratio of synthetic oligonucleotides, 2.
Differences in stutter ratios depending on the order of bases in repeat sequences, and 3. The
possibility that stutter generation ratio is not constant across PCR cycles. Of these, the results
of 2 and 3 were not initially expected. In particular, the result of 2 strongly suggests that the
conventional theory, "the higher AT content of repeat sequence, the higher the stutter ratio”, dose

not apply to 4 base repeat sequences, but is affected by the order of the bases. This is a very
impactful new finding.
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