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The GSK3-BES1 signaling module acts in various developmental processes such
as vascular cell differentiation and brassinosteroid response in flowing plants. Although GSK3s and
BES1/BZR1 homologs are widely conserved at least in the land plant lineage, the ancestral function
and role of the GSK3-BES1 module are still unknown. Then, | analyzed the GSK3-BES1 module using a
basal land plant, Marchantia polymorpha. Both MpGSK3 knock-out lines and MpBES1 over expressing
lines showed similar defect in thallus differentiation, suggesting that the GSK3-BES1 module in M.
polymorpha may contribute thallus differentiation.
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