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Quantitative evaluation of important gene through the analysis of spatiotemporal
gene expression in soybean
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In plant science, the effects of genes are often evaluated qualitatively
from a single direction, as studies using transformants and genome editing technology have been
widely used to evaluate gene effects, making it difficult to link research results to actual
field-level agriculture. In this study, we devised a method for spatio-temporal analysis of gene
expression, and succeeded in quantitatively evaluating genes and deriving novel functions of genes.
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