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Elucidation of mechanisms for the evoluiton of Hominidae via chromosome ends
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Over approximately four billion years, Iivin? organisms have evolved by
gradually changing their genomes. In chimpanzees, bonobos, and gorillas, which are considered
evolutionarily closest to humans, the sequences of common genes are almost the same as in humans,
but analysis of genome sequence data revealed that the region adjacent to the telomeres in the
chromosome end domain is quite different. Furthermore, we found that heterochromatin, which has a
transcription-suppressing effect, is formed in the telomere-adjacent sequence StSat of chimpanzee
cells.
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