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A new method to trace intracellular molecular dynamics in tissue
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This project aimed to develop a high-throughput method to image specific
newly synthesized proteins in brain tissue. Toward this aim, I used an in vivo genome editing and
molecular imaging technique, termed SLENDR and vSLENDR, and chemical labeling techniques to
establish a method to image a specific protein that is synthesized in a distinct time window in
brain tissue. Using this method, | succeeded in imaging a specific endogenous protein that is
synthesized in only 2 hours in mouse brain tissue. | then tried to apply this method to more than 10

different proteins by making constructs for SLENDR and vSLENDR techniques.
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