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Comgrehensive analysis of post-translational modification of herpesvirus based
on big data analysis using supercomputer
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We have comprehensively identified post-translational modifications (PTM) of
the proteins encoded by herpes simplex virus (HSV). Among the HSV proteins, PTM of the proteins
responsible for HSV functional regulations were identified by molecular dynamics (MD) simulation. It
was suggested that PTM is responsible reducing the motility of the functional domain of HSV
proteins.
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