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Role of viral miRNA on tumorigenesis
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Recently, we have found that there is a high rate of deletion of part of the
EBV gene in patients with EBV-related lymphoma. Attempts were made to generate recombinant EBVs
lacking the region containing the most frequently deleted viral miRNAs, but none of the produced
viruses were infectious and did not lead to infection experiments. Next, a mutant EBV lacking BALF5
(viral DNA polymerase), which was the second most concentrated deletion, was created, and the
established human B cell line was transplanted into immunodeficient mice. Lymphoma forming ability

with BALF5-deleted EBV was increased in comparison with the wild-type strain. In addition, the
BALF5-deficient B cell line had enhanced immediate-early / early genes as compared with the

wild-type strain.
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