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Dissecting transcription factors using proximity labeling analyses
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Transcriptional regulation is a molecular mechanism that controls the
turning on and off of gene functions, but understanding of which molecules are involved in this
regulation is lacking. In this study, we employed proximity labeling analysis, a new technique to
discover molecular interactions, to analyze transcription factors involved in congenital diseases.
As a result, we detected several previously unknown interactions in addition to the previously known

ones. This study demonstrates the broad applicability of proximity labeling analysis in the study
of transcriptional regulatory mechanisms.
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