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Maximum performance and practical application of cancer biomarkers by measuring
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Recent studies have revealed that decoding RNA methylation modifications

(epitranscriptome) is necessary for the realization of precise medical treatment. In this study, we
performed the development research toward the development of technology for profiling the
epitranscriptome information with high resolution and comprehensiveness at the level of one base. We

here focused on extracellular vesicles (exosomes [EV]) contained in urine and blood; i.e., EV "
shells™ (EV lipid membranes) and "contents™ (RNA methylation) are linked and examined through
microchannels, and technology is optimized for the development of epoch-making cancer diagnostic
methods. By utilizing the methods, the "shell™ is sorted by nanowires (NW) and antibodies, and the "
contents” are decoded RNA methylation by tunneling current sequence (TS) and mass spectrometry (MS).
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