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Exploration of novel regulatory mechanisms of translation in bacteria
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The human pathogen Streptococcus pyogenes modulates virulence in response to
ambient temperature during the infection process. We searched for bacterial factors that alter
translation efficiency in response to temperature shifts. Our findings suggested that not only
stem-loop structures located near mRNA translation initiation sites, but also mRNA structures in 5
-untranslated regions are likely involved in the temperature-sensitive translational regulation. In
addition, our data revealed that the endoribonuclease RNase Y is crucial for pilus production from
strains possessing a specific transcriptional regulator.
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