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New method to evaluate radiation effect by detecting structural variation

Yoshiura, Koh-ichiro
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The purpose of this study is to calculate how much DNA damage (DNA

mutation) remains when cultured cells are irradiated with 1 Gray of radiation. It is believed that 1
gray irradiation causes double-strand breaks in 40 ~ 50 DNA in one cell whole genome, but those
double-strand breaks are repaired by the cell®s repair mechanism and the actual number of mutations

retained in one cell is unknown.

In the single nucleotide variation number search, 2 cells in the 3 gray irradiated group and 3

cells in the non-irradiated group were compared, but there was no difference. Although the number of
analyzed targets is small, 1t is unlikely that at least 10 or more single nucleotide variation will
remain in one cell. The number of deletions, which is the most interested kind of mutation, is in
the process of being analyzed.
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