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This study deals with outer membrane vesicles (OMVs) which are formed and
secreted from the extracellular membrane of Gram-negative bacteria. Based on the characteristics of
gene knockout strains of Azotobacter vinelandii, function-unknown S-layer protein and a flagellar
Tiber protein FliC homolog protein were found to be involved in membrane formation and OMV
production, respectively. Proteomic analysis of the OMV identified 640 proteins, providing clues to
predict the mechanism of protein transport to OMV and the bioactivities of OMV.
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