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In this study, we focused on the halophiles to discover novel secondary
metabolites for drug leads. Detailed analysis of the genomes from NCBI database showed the potent
halophiles with the orphan biosynthetic gene clusters in their genomes. Selected halophiles were
cultured in the different conditions, and the extracts were analyzed to find new natural products.
Also, the marine bacteria, especially Pseudoalteromonadaceae, residing in Okinawan waters were
studied because of the high number of biosynthetic gene clusters. From those bacteria, the extract
from Pseudoalteromonas piscicida showed the presence of a novel metabolite. The mass
spectrometry-guided fractionations yielded a new lipopeptide pseudoalteropeptide A, and its
bioactivity was evaluated.
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Figure 1. pseudoalteropeptide A DfbLFAEE
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