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Development of genomic prognostic model for angioimmunoblastic T-cell lymphoma
and related diseases

Suehara, Yasuhito
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We performed whole exome sequencing analysis on a total of 145 cases of
angioimmunoblastic T-cell lymphoma (AITL) and peripheral T-cell lymphoma, unspecified (PTCL-NOS) to
integrate genomic aberrations and clinical information. We found that genomic abnormalities such as
chromosome 5 amplification and IDH2 mutation are likely to coexist and are poor prognostic factors
for AITL. We also found that the presence of multiple TET2 mutations was a poor prognostic factor.
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