2019 2020

RNA

Elucidation of the mechanism of glioblastoma stemness based on acetylated RNA

Tsuruta, Akito
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In this study, we revealed the regulatory mechanism of glioblastoma stem
cell by NAT10 focusing on NAT10, which is responsible for RNA acetylation. The
Meta-analysis of the prognostic value of human glioblastoma patients using a database showed a
correlation between NAT10 expression and survival time, it is inferred that stem cell properties are
actually regulated by the same mechanism in glioblastoma patients. There have been few studies
about RNA acetylation caused by NAT10, and this study may contribute to the understanding of
pathology.
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