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Immune suppressive mechanism by growth and survival signaling in sarcoma
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The aim of this study is to elucidate the immune suppressive molecular
mechanism by growth and survival signaling in sarcoma. We focused on Ewing"s sarcoma and conducted
comprehensive gene expression analysis to investigate the mechanism of immune suppression through
the regulation of immune-related gene expression by the activated IGF1R, PI3K, MEK, WNT, and JAK
signaling. Inhibition of each signal resulted in significant changes in the expression of
immune-related gene sets. In addition, some chemokines that involved in suppression of anti-tumor
immunity and antigen presentation-related molecules were included in the gene sets. The interaction
between Ewing"s sarcoma cells and immune cells will be investigated using a syngeneic mouse model.
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