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To investigate the role of DLL3 in tumorigenesis _in SCLC, we performed
loss-of-function and gain-of-function assays using SCLC cell lines. In vitro analysis of cell
migration and invasion by transwell assay showed that DLL3 knockdown reduced migration and invasion
of SCLC cells, whereas DLL3 overexpression increased these activities. In addition, DLL3 positively
regulated SNAI1 expression and knockdown of SNAI1 attenuated the migration and invasion ability of
SCLC cells. Moreover, upregulated DLL3 expression induced subcutaneous tumor growth in mouse models.

These results indicate that DLL3 promoted tumor growth, migration and invasion in an SCLC model by
modulating SNAI1/Snail.
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