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Elucidation of Microbiome which is related to pancreatic carcinogenesis,
metastasis using NGS and application to the treatment
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i i Our purpose is to identify of microbiome about pancreatic carcinogenesis and
metastasis using NGS and to develop of pancreatic cancer treatment targeting specific microbiome.

At first, we verified the existence of intratumor bacteria by immunohistochemistry using the
anti-LPS antibody in the pancreatic cancer samples of human and mice. Next, to identify the change
of gut microbiome, we performed meta genome analysis by NGS. In the orthotopic spontaneous
pancreatic carcinogenesis model, we found the decrease of Akkermansia in gut microbiome. Akkermansia
is known as probiotics, and is regarded as a candidate of pancreatic cancer restraint microbiome.
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