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Searching for diagnostic markers of endometriosis using active enhancers as
target
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The genomic DNA methylation characteristic of endometriosis lesion has been
suggested to associate with gene expression. In the hope of searching for diagnostic marker genes in
endometriotic lesions, we planned to verify enhancers that actively drive gene expression in
endometriotic lesions. However, due to research restrictions under the COVID-19 environment, the
initial plan was changed and shifted to verify the gene expressions characteristic in endometriotic
cells. RNA-seq analysis suggested a diversity of gene expressions in endometriotic lesions.
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(4) Principal component analysis (PCA):
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