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Blood DNA samples of cattle, buffalo, goats, sheep, and camels from Sri
Lanka, Mongolia, the Philippines, Vietnam, Egypt, Uganda, Brazil, and Argentina were screened using
a parasite-specific diagnostic PCR assay. The results showed that the novel bovine Babesia species
(Babesia sp. Mymensingh) infects not only cattle but also buffalo, sheep, goats, and camels in
Asian, African, and South American countries. Our subsequent in-debt morphological and genetic
analyses found that the Babesia species was a distinct parasite species and therefore, provided with
an official scientific name "Babesia naoakii". Babesia naoakii, which causes a severe form of
bovine babesiosis, has been registered in the ZooBank and described as a novel species in a
scientific publication.
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