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Elucidation of the functional evolution of mitochondrion-related organelles in
fornicates
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Fornicates (Fornicata) are a group of organisms adapted to the microaerobic
environment and consists of a variety of flagellates, including free-living, commensal, and
parasitic species. All of them have degenerate mitochondria, mitochondrion-related organelles
MROs), that lack the ability of oxidative phosphorylation. In this project, we purified MROs and
performed proteomic analysis of two free-living species, Kipferlia bialata and Dysnectes brevis,
which have only been studied based on sequence data. The results were compared with existing data in

the human parasite Trichomonas vaginalis, which is a phylogenetical relative to fornicates, to
provide suggestions for the functional evolution of MROs.
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