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Buruli ulcer is a chronic infectious disease that is focused on the disease
control by WHO as one of the "neglected tropical infectious diseases". The causative agent of this
disease is Mycobacterium ulcerans, a type of acid-fast bacillus, but the source of infection in the
environment and the route of transmission to humans are unknown. In this study, we aimed to
elucidate the transmission route of this infectious disease by identifying new virulence factors
from bacteria derived from the environment and patients. As a result of the study, although the
bacteria could not be isolated from the environment of the endemic area, 1S2404 suggesting the
presence of M. ulcerans could be detected in the same sample.
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