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We have identified the function of non-coding RNAs as a trigger for
congenital heart diseases or an accelerator for the development of cardiac disease severely.
Furthermore, we reported that similar functions exist not only in cardiac disease but also in
sarcomatization. The following are the results of the research promoted during the 3-year period. 1:
Functional analysis using model organisms: We created a biological model and found that the
incidence of cardiac disease is enhanced. Specific downstream regulators were identified and
reported (Takeuchi et al., PLOS ONE 2021; Yang et al., Cir. J. 2020). 2:The genetic mutation of a
human noncoding RNA (TBX5-AS1:2) has been shown to cause cardiac disease, and we will now trace the
molecular mechanism of another noncoding RNA (TBX5-AS1:1). 3:Elucidation of RNA-protein interactions

using a modified RIP method ( in preparations 2023). 4:Successfully created cardiac organoids from
mouse ES cells: (Lee et al., Nat. Commun. 2020).
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