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Analysis of the clonal evolution process from gastric adenocarcinoma to hepatoid
adenocarcinoma and its application to pathological diagnosis.
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RNA-sequencing

Hepatoid adenocarcinoma is a special type of adenocarcinoma that arises in
tissues other than the liver but has both morphologic and functional features of hepatocellular
carcinoma. The stomach is the most common site of hepatoid adenocarcinoma, with a high incidence of
liver and lymph node metastases and a very poor prognosis. We are collecting surgically resected
cases of primary hepatoid adenocarcinoma of the stomach and performing integrated analysis,
including immunostaining, identification of driver gene mutations, expression analysis by
RNA-sequencing, and examination of hepatoid differentiation of gastric cancer organoids. Our final
goal is to identify the factors that cause hepatoid differentiation as well as candidate therapeutic

targets. If similar carcinogenesis mechanisms can be identified in hepatoid adenocarcinoma of other
organs, this may lead to a cross-disciplinary disease concept.
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