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This study is focused on the phase shift and inter—cellular entrainment of the cellular
circadian rhythms. To clarify the molecule(s) these phenomena, I have constructed a
database assembling the results of metabolomic and proteomic analyses. Metabolites
involved in the determination of cellular energy states, lipid metabolism, and amino acid
biosynthesis worked for the cellular phase shift; and those involved in xenobiotics and

nucleic acid metabolism functioned for cellular entrainment,
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