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WFFE Rk B OMESEL (35 30) :We established a method to sequence multiple complete mitochondrial
genomes in parallel with the high—throughput sequencer. The efficiency and accuracy in
the sequencing was confirmed using several reptilian individuals that had been sequenced
for their mitogenomes manually. We have obtained dozens of complete or nearly complete
mitogenomes to find new examples of gene rearrangements, as well as phylogenetic

relationships of geckos.
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