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22k O (F130) : 2000 4ELARE, IR ST E MR IMER IV NN 3 DISE RN A & B —|2 ks
%ﬁ—éﬁ{fiﬂiﬁib 2005 DD/ MR E SR 3 O SIS MEAT (2 CHERIFE S A% — R LTz,
2008~2010 FEDFMEHFFE (B) ((RFEH /M) TIE, NUR 3 1Tk 2SR ITAZERL, 7=
F R D BREA 2 EE TOMA SR E S L L7 SR 3, Hilk (Fab) AR E i b Li-, =D
FER, ~ A7 — A — L0 7 Ui Hasd AW TARIREN A E T A AF v 21T 0D L
TeE = LT A L D EEANLT 34A 2B DNMEETT —2HINETHZ IR T LT, BUE, 45
iR hE 3.4A OE T HE X LET WERLEELEZED TS,

TFZERR R O (3£30) : Anion exchanger (AE) gene family consists of four members, AE1-4.  These
AE proteins are present in most cells and regulate intracellular pH and chloride (CI") by the exchange
transport of anions across membranes. Band 3, designated AEL, is the major integral membrane
protein of the red blood cells and intercalated cells of the distal and collecting tubules of the kidney.
Band 3, consisting of 911 amino acids, has two principal structural domains. Its 40 kDa N-terminal
domain in the cytoplasm binds the red blood cell skeleton proteins and has a role in maintaining the
shape of erythrocytes. While the membrane domain of human erythrocyte Band3 works as a CITHCO3
antiporter. This exchange is a key step for CO,/O, circulation in the blood. In spite of their
importance, structural information about Band3 is still unknown. We used X-ray crystallography to
solve the three-dimensional structure of Band3, fixed in an outward-open conformation by cross-linking,
at 3.4 A resolution. Band3 are formed as a dimmer in complex with Fab fragments. There are
V-shaped densities near the center of the dimmer.
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DR O MBI AFAEL TR0 | R ifnER & B ik
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(AEL) ., & i B 2 A I IS /7 7E 9 5 Anion
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(Fig.1LA), it~ T, C K FAA Ok RH
1X0E A A 2 FBmIE TS T e < Mfa 4T
LA UNRTERy MU — T BIROHKEIC S
OOV TWDHEEZLND, BB, N K
3 B CIRMAEE MR Z D FKR D720 O
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figBH L7= (Blood 96, 2925-33), & 512, 2002
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N R3DCRRNAA EFEREL, 148D
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ETDHZ LIk Lz (Okubo K, J. Biol.
Chem. 269, 1918-26, 1994, Kanki T, J. Biol.
Chem. 278, 5564-73, 2003, Abe Y, J. Biochem.
36, 97-106, 2004, Takazaki, J. Biochem. 139,
903-12, 2006, Jin XR, Biochemistry 42,
12927-32, 2003) ,
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Fig.2 /SR 3 O LT 7 — 4.

2. WO HBY

PRMMERPE S RGN R 3 EREL ZDD
RALUMB5, NRKOBUKMERAA L
C ROBEBN AL THD, MIHAVE 3
1. NR R AA Sk Mg s 2 v 78
RELTEA L. CRRAAL T X v fapc s
BT N —FT DA F ST AR
— X —Th b, KFFRIT UK 3 O =RockE
paiE S A IO E L S A AR LT UK 3
DA A FiR oy THEFF O A B HEL T
D

F—ICENRMERDDRERIL 723K 3 2
T 3A LU LD iREEA R~ T i fb A S T A
WIET D, 2T EEfEeRbT HIzi,
HEPER DI ' IS R EZ R IA L
TRRECTRE S L T2 E R H D, ZORETIE
W5 " E OBKHI72 R TR E DR EZ S
TRV TEDIL WA, #E G 1O
TERICF 5-TEZ2W, 1o TIRDOIMIIR L
T- B PEER Ay ISR E WL L R & AL
LT WEE 23D, 22T, LLFOIHEE IS
WCERIRFZATD,

1) NUR 3 O =WockEsm bICE L7 ST
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Native-PAGE.

% _IZERE3E BL% (Pichia pastoris &
Saccharomyces cerevisiae) T, Hix 7273
IR B NUR 3 L ORIMNUR 3ARERT D
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ZOFE SO B L2 R IZATH 72012, ARk
THBLIERKBEOREM LTV — M X 7 —4
HE AT L (MX AF ) —) ICEHE~T R,
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WLEAT Y —=2 7 kT D,
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A W TARIRE A HE T A A v
PIILHELIZE —ATA L DR REZENLT
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