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Molecular mechanism of urothelium regulating bladder function
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In this project, we engaged in clarification of the mechanism underlying change in bladder
function with the molecules secreted from urothelium under stimuli. We demonstrated the
physiological role of urothelium and the clinical condition of the bladder disease related
with dysfunctional urothelium with combination of conventional pharmacological analysis,
molecular biological analysis and new voiding behavior analysis.
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