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WFZER I OBEE (530) : Mechanisms of the catabolite control were investigated using two
soil bacteria. Sensing by the bacteria of the repressive-carbon sources were achieved after
the repressive-carbon sources were metabolized. The vidences that PTS systems might
play a role in the catabolite control were obtained. It was also found that BphQ-mediated
promoter activation required BphP, and the C-terminal domain of BphP had an activity to
activate BphQ even in the presence of the repressive carbon sources.
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