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WIS OREEE (J530) : We were constructed the genotyping system which was eff
iciently measurement of genotype for CYP and transporter. The system which wa
s able to analyze a lot of multi genotypes with accuracy in a short time was co

nstructed for CYP2D6 and CYP3A4. During this experimental period, new sampl
e was collected and done genotyping. Surgeon was request more simple informati
on of the feedback system of multi genotype.
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