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W R OBEEE (J30) :  Personal identification is one of the most important investigations
in forensics, and the STR polymorphisms are usually used all over the world. However, the
investigation of STR does not provide information of the ancestry and population to which
an individual belongs. In this study, the frequencies of pigmentation gene polymorphisms
and new East Asian- and Japanese-specific alleles were investigated. On the basis of these
data, methods were developed for the inference.
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