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MR EOE (#3C) : We confirmed the significant association of PTPNII G/A
polymorphism at intron 3 with the risk of H. pyloriinduced gastric atrophy in Japanese,
revealed that TLR4 +3725 G/C polymorphism, a recently-found polymorphism of 7LR4,
was associated with the risk of H. pylori-induced severe gastric atrophy in Japanese, and
also found the novel association of RUNX3T/A polymorphism at intron 3 with the risk of H.
pylor-induced gastric atrophy in Japanese. We feel convinced that we could provide useful
evidence for the prevention of gastric atrophy as a precursor of gastric cancer in Japanese.
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Genotype, allele n Severe gastric atrophy (%) OR 95% Cl P value
G/G 643 127 (19.8) 1 Reference B
G/A 266 38 (14.3) 0.70 0.47-1.04 0.079
A/A 28 3(10.7) 0.56 0.17-1.91 0.356
G/A + A/JA 294 41 (13.9) 0.68 0.46-1.01 0.057

G 1552 292 (18.8) 1 Reference -
A 322 44 (13.7) 0.67 0.45-0.96 0.015
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Genotype, allele n Severe gastric atrophy (%) OR 95% Cl P value
GIG 676 150 (22.2) 1 Reference -
GIA 274 41(15.0) 0.63 0.43-0.93 0.021
AIA 28 3(10.7) 0.49 0.15-1.68 0.258
GIA +AIA 302 44 (14.6) 0.62 0.43-0.90 0.013

G 1626 341 (21.0) 1 Reference -
330 47 (14.2 0.61 0.42-0.87 0.003
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Genotype n Severe gastric atrophy (%) OR 95% CI P value
GIG 507 90 (17.8) 1 Reference
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Genotype n All gastric atrophy (%) OR 95% CI__P value
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