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A comprehensive gene expression analysis was performed by using mRNA extracted
from human renal biopsy specimens after micro-disection, however signal sensitivity
has still remained at the level of detection limit. In parallel, a bio-informatics analysis
was conducted by using animal models of acute kidney injury. Comparison of the gene
expression signatures of murine renal failure identified a shared transcriptome of 45
differentially regulated genes. 67% of these mRNAs were regulated in human renal
disease and successfully segregated progressive DN from controls by clustering
analysis.
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Up-regulated mRNA found in 2 3 studies

Gene Name Gene Accession#
procollagen, type XVIII, alpha 1 122545, U03715
GRO1 oncogene J04596
neutrophil gelatinase-associated lipocalin X81627
pMAT1 131958
procollagen, type |, alpha 2 X58251
procollagen, type I, alpha 1 X52046
procollagen, type XV AF011450, D17546
SSeCKS AB020886
tenascin C X56304
thrombospondin 1 M62470
transgelin 768618
tubulin beta 5 X04663
vascular smooth muscle alpha-actin X13297
Down-regulated mRNA found in 2 3 studies
Gene Name Gene Accession#
epidermal growth factor V00741
growth arrest specific 2 M21828
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