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Studies on host switching mechanism of phytoplasma infecting plants and insects
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Phytoplasmas are pathogenic bacteria that ﬁarasitize plant cells and cause

various diseases. They spread their infection by host switching, which involves horizontal movement
between two hosts, the plant host and the insect vector. In this study, we focused on the molecular
mechanism by which phytoplasmas manipulate their hosts, and aimed to analyze the functions of
secreted proteins that control host cell functions. A comprehensive search and phylogenetic analysis
of PHYL proteins, which cause a phyllody disease, suggested that PHYL has evolved independently of

the evolution of phytoplasmas themselves. In addition, analysis of the mechanism of SEP3 degradation
by PHYL suggested that PHYL degrades SEP3 in a ubiquitin-independent manner.
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