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Elucidation of the selection mechanism of transcription termination and
polyadenylation sites by using novel proteomic approach
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The purpose of this study was to elucidate the selection mechanism of
transcription termination and 3" processing sites from the viewpoints of both "reaction field
(structure)" and "function." For the former, we analyzed the structural aspect using our
proximity-dependent biotinylation method using antibodies. For the latter, we analyzed the effects
of knockdown of candidate factors and 1,6-hexanediol treatment on alternative polyadenylation by
RNA-seq. These results revealed that transcription and RNA processing factors such as NELF, CBC, and

CF-Im cooperate with Cajal Body components to regulate alternative polyadenylation in many genes.
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