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Elucidating the molecular mechanism of voltage-gated K+ channel KCNQ2 involved
in the neuronal excitability and epilepsy
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In this study, we investigated how voltage-gated K+ channels are modulated
by their ligands or auxiliary subunits. In the case of KCNQ2, we are still determining its
structure. In the case of KCND2, we determined the structure of KCND2 in complex with its auxiliary
subunits KChIP1 and DPP6S and conducted structure-based electrophysiological analyses. In the case
of KCNQ1l, we revealed the mechanism of how KCNQl is modulated by its auxiliary subunit KCNE3 using
voltage-clamp fluorometry.
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