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From a scientific point, we have advanced the basic knowledge of the interaction between antibodies
and their cellular receptors. From a social point of view, the technology discovered herein improves
the potency of antibodies and might save the lives of people suffering from infectious diseases.

We advanced the understanding of the interaction between antibodies of the
1gG family and their cellular receptors at the molecular level. We have described the less-than
expected effect of mutations in the middle hinge region to the strength of the interaction with
receptors (the middle hinge is where the disulfide bond is located). However, residues in close
proximity to the binding interface had a profound effect. Our studies support the engineering of
antibodies in the hinge region without major effect in the potency of Abs.

Additionally, we made an important contribution to improve the potency of Abs. This process was
patented and consist on (i) the introduction of a CYS residue in a strategic location and (2)
chemical modification of the CYS residue by a yodo acetamide molecule of specific atomic structure.
Using this approach we have improved the potency of anti-HIV-1 Abs by more than 500-fold.
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