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Understanding genomic bases of coral-algae symbioses occurring in nature
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Reef-building corals (Scleractinia, Anthozoa, Cnidaria) are the keystone
organisms of coral reefs, the most diverse marine ecosystems. Reef-building stony corals harbor
endosymbiotic photosynthetic dinoflagellates of the family Symbiodiniaceae, which provide the
majority of their photosynthetic products to the host corals. Coral bleaching, a breakdown of the
mutualism between corals and their symbiotic dinoflagellates, caused mainly by increased ocean
temperatures, is one of the major causes of coral reef decline. However, the molecular mechanisms
of coral-algal symbiosis are still largely unknown. In this study, we aimed to identify genes
involved in symbiosis with native coral symbiontic algae and to develop genomic tools for
elucidating the symbiosis mechanisms of corals and other symbiotic marine animals.
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