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Understanding the protein-protein interactions (PPI) between malaria
parasite and its host is essential for vaccine and drug development. This study focused on the
asexual blood-stage malaria, the main battleground of malaria disease, and aimed to elucidate the
PP1 between merozoites and erythrocytes. First, we elucidated the PPl of the malaria merozoite
protein EBL and the erythrocyte protein and discovered an erythrocyte receptor. Next, we
hypothesized that if we could inhibit the PPl between parasites and erythrocytes, we could proceed
to develop a novel malaria vaccine. We found that inhibiting the function of PfRipr5, a merozoite
invasion-related protein that binds to receptors on the erythrocyte surface, would pave the way for
the development of a novel malaria vaccine.
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Front Immunol 2022;13: 887219),
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