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Further decoding and in depth analysis of newly identified herpes simplex virus
genes
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Recently, we have developed a viral gene decoding method that can
efficiently select novel genes stably expressed in cells, and 1dentified a non-canonical translation
product encoded by herpes simplex virus type 1 (HSV-1) that is responsible for encephalitis. In
this study, based on this technology, we identified two genes encoded in the HSV-1 repeat region and
performed in-depth functional analysis of these genes. We also identified two novel genes encoded

outside the HSV-1 repeat region, and found that one novel gene, UL31.6, is involved in the efficient
neurovirulence of HSV-1.
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