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Understanding the mechanism of infection dynamics of paramyxoviruses caused by
abnormal membrane fusion and its inhibition

Hashiguchi, Takao

13,600,000

In this study, we analyzed the effects of changes in membrane fusion ability
of paramyxoviruses such as measles virus and mumps virus on cellular/tissue tropism at the atomic,
molecular, and cellular scales. The results revealed that the amino acid substitution sites
responsible for the enhanced membrane fusion ability of measles virus are localized to specific
structural regions of the membrane fusion protein. In addition, using the structural information to
design molecules that control and inhibit membrane fusion, we successfully constructed new molecules
with high infection-inhibitory activity.
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