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HBZ plays important roles in the oncogenic mechanisms of ATL. HBZ acts as a
bifunctional RNA with both coding and non-coding functions. | have reported that HBZ RNA and protein
induce expression of the human TP73 gene by different mechanisms, promoting cancer metabolism and

epigenetic alteration in ATL cells (Toyoda K, Yasunaga JI, et al. Blood Cancer Discov, 2023).
Furthermore, a mechanism by which HBZ protein activates the TGF-beta pathway via interaction with
hA3G was reported (Shichijo T, Yasunaga JI, et al. PNAS, 2024).
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