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In-depth surfaceome analysis of PDX models to develop innovative personalized
therapies in pancreatic cancer

Taguchi, Ayumu
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In this study, 71 pancreatic cancer patient-derived xenograft (PDX) models
and 27 PDX-derived pancreatic cancer cell lines were established and subjected to multi-omics
analysis, particularly focusing on cellular surfaceome. In addition, a pipeline for proteogenomics
and targeted proteomics were developed to identify and validate novel cell surface proteins. We
identified a cell surface protein that was specifically expressed in pancreatic cancer and found
that secondary drug-antibody conjugates (ADCs) targeting the molecule strongly suppressed cell
proliferation. In addition, we constructed a database that allows the bioinformatic analysis using
multi-omics data of PDXs and PDX-derived cell lines.
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A proteogenomic approach for identification of novel IgG-bound antigens in pancreatic cancer
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In-depth proteomics to decipher the complexity of the blood cancer proteome
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Long non-coding RNA XXYLT1-AS2 inhibits apoptosis in pancreatic cancer
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