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Investigation of tumor heterogeneity and microenvironment of primary central
nervous system lymphoma and development of novel therapeutic strategies

Nagane, Motoo

13,700,000
PCNSL B
DLBCL PCNSL
DLBCL PCNSL
DLBCL 18 PCNSL 16 PCNSL T/NK B
PCNSL CD8 T
DLBCL

PCNSL DLBCL

PCNSL

Primary central nervous system lymphoma (PCNSL) exhibits a different pattern

of genetic abnormalities compared to systemic diffuse large B-cell lymphoma (DLBCL), but the
differences and similarities between them remain unresolved. In this study, we analyzed the tumor
heterogeneity and tumor microenvironment of PCNSL through single-cell analysis in comparison to
systemic DLBCL. We analyzed tumor samples from 18 cases of DLBCL and 16 cases of PCNSL. In the tumor

microenvironment of PCNSL, there was an increase in T/NK cells and myeloid cells, and a decrease in

normal B cells and plasmacytoid dendritic cells. Additionally, the CD8-positive T-cell fraction,
which increased in PCNSL, showed decreased glycolysis and enhanced stress response, suggesting that
the microenvironment in PCNSL is markedly different from that in DLBCL.
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