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Identification of glaucoma susceptibility genes by CRISPR screening
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A CRISPR screen was conducted to identify genes that contribute to
neurovulnerability among a group of genes that fulfill the genome-wide significance level obtained
by the glaucoma GWAS. Prior to this experiment, we established a stable cell line with constant
expression of SpCas9 and evaluated the efficiency of genome editing as the experimental system, and
evaluated known glaucoma-related genes, which showed induction of apoptotic cells. This test system
was shown to be useful as an evaluation system for neurovulnerability.
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